This study is a measurement of the moles percent guanine plus cytosine of 34 strains of bacteria belonging or related to the genus Enterobacter. All of the strains included in the sampling have been previously studied by numerical taxonomy, which has shown four new classes: HI, HZ, HB, and d. The average guanine-plus-cytosine contents for the defined species and of the new classes are: Enterobacter cloacae (10 strains), 54.5 mol% (standard deviation, 1.32); Hafnia aluei (5 strains), 48.1 mol% (standard deviation, 1.0); Enterobacter agglomerans (syn. Erwinia herbicola) (1 strain), 52.4 mol% (standard deviation, 0.41); Serratia liquefaciens (1 strain), 50.9 mol% (standard deviation, 1.22); Enterobacter aerogenes (1 strain), 53.5 mol% (standard deviation, 0.29); class H1 (5 strains), 52.2 mol% (standard deviation, 1.3); class Hz (5 strains), 53.4 mol% (standard deviation, 1.9); class H3 (5 strains), 54.2 mol% (standard deviation, 0.1); class d (1 strain), 52.6 mol% (standard deviation, 1.45). The importance of the guanine-pluscytosine contents for discriminating defined species and new classes is discussed.
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The purpose of this study is to define the guanine-plus-cytosine contents (G+C) for the Entero bacteriaceae belonging or related to the genus Enterobacter. It is a continuation of the numerical taxonomy work of Gavini et al. (9) on 175 strains, which regrouped defined species such as Enterobacter cloacae (class G), Hafnia alvei (class I), Entero bacter agglomerans, syn. Erwinia herbicola (class a), Serratia liquefaciens (class b), Enterobacter aerogenes (class c), and new classes (HI, Hz, H3, and d).
MATERIALS AND METHODS
The 34 strains used are listed in Table 1 ; all were included in the study of Gavini et al. (9) . The preparation of the deoxyribonucleic acid and the determination of the melting temperature ( T,) were described by Ferragut and Leclerc (8). The absorbance measurements at 260 nm have been corrected for the concentration dilution caused by solvent expansion at the higher temperature (15). The mol% G+C has been measured by the average T,,, as described by De Ley (6).
RESULTS
The results of the G+C determinations are shown in Tables 2 (defined species) and 3 (undefined species). Defined species. (i) E. cloacae. The average G+C content for E. cloacae (54.5 mol%) was measured from 10 strains and was the highest of all the analyzed species and classes. The range of results (standard deviation, 1.32) showed a certain heterogeneity previously revealed by numerical analysis. Very few determinations of E. cloacae G+C content are cited in literature. Ouelette et al. (19) determined the G+C content of E. cloacae CDC 1237-63 to be 56.9 mol% by the T, method. This value is close to the upper limit of our results (52.6 to 56.4 mol%). The G+C content of E. cloacae ATCC 13047 was found by Starr and Mandel (22) to be 54.6 mol% by the buoyant density method and 55.4 mol% by the T, method.
(ii) H. aZuei The average G+C content of this species was 48.1 mol% (five determinations), which is different from those of the other groups ( E . cloacae, HI, Hz, and H3). The standard deviation (1.0) showed a good homogeneity in the results. The study of this group agrees with the conclusions of the numerical analysis. Our results confirmed the maintenance of the level of genus for the bacteria belonging to the Hafnia group (2, 12, 22, 23 
DISCUSSION
The results obtained agree with the conclusions of numerical analysis ( E . cloacae, H. alvei, HI, Ha, and H3), but the discriminatory value of G+C content in the taxonomy of coliforms is low. It seems absolutely necessary to reproduce the measurements on a great number of strains of each species or class. The heterogeneity of G+C content within a species or a class seems to give an account of the different base compositions mentioned for a same species by the different authors. In fact, one must remember the continuum made by E. cloacae and classes HI, Hz, and H3 (54.5, 52.2, 53.4, and 54.2 mol%, respectively) and the well individualized position of the bacteria belonging to the group Hafnia (48.1 mol%).
